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<400> 1 

aactacccag cacagccccc tccgccccct ctggaggc\g aagagggatt ccagcccctg 
ccacccacag acacgggctg actggggtgt ctgcccccck tggggggggg cagcacaggg 
cctcaggcct gggtgccacc tggcacctag aag atg cckgtg ccc tgg ttc ttg 

Met Pro\al Pro Trp Phe Leu 
1 \ 5 



60 
120 
174 



ctg tec ttg gca ctg ggc cga age cca gtg gtc ctt tVt ctg gag agg 
Leu Ser Leu Ala Leu Gly Arg Ser Pro Val Val Leu Se\ Leu Glu Arg 
10 15 20 



222 



ctt gtg ggg cct cag gac get acc cac tgc tct ccg ggc ctb, tec tgc 270 

Leu Val Gly Pro Gin Asp Ala Thr His Cys Ser Pro Gly Leu\er Cys 
25 30 35 

cgc etc tgg gac agt gac ata etc tgc ctg cct ggg gac ate gtgVct 318 

Arg Leu Trp Asp Ser Asp He Leu Cys Leu Pro Gly Asp lie Val p\o 
40 45 50 5J 



ccg ggc ccc gtg ctg gcg cct acg cac ctg cag aca gag ctg gtg 
AlavPro Gly Pro Val Leu Ala Pro Thr His Leu Gin Thr Glu Leu Val 
60 65 70 



366 



ctg aggYtgc cag aag gag acc gac tgt gac etc tgt ctg cgt gtg get 
Leu Arg O^s Gin Lys Glu Thr Asp Cys Asp Leu Cys Leu Arg Val Ala 
75 80 85 



414 



co»4 



m 

n 



E 

in 



gtc cac ttg gtsc gtg cat ggg cac tgg gaa gag cct gaa gat gag gaa 462 

Val His Leu AlV Val His Gly His Trp Glu Glu Pro Glu Asp Glu Glu 
90 \ 95 . 100 

aag ttt gga gga gca\gct gac tea ggg gtg gag gag cct agg aat gee 510 

Lys Phe Gly Gly Ala Ma Asp Ser Gly Val Glu Glu Pro Arg Asn Ala 

105 \ 110 115 

tct etc cag gee caa gtc g\q etc tec ttc cag gee tac cct act gee 558 

Ser Leu Gin Ala Gin Val Va\l_eiKser Phe Gin Ala Tyr Pro Thr Ala 

120 125 \ \\ 130 135 

cgc tgc gtc ctg ctg gag gtg caa\gtg cct get gee ctt gtg cag ttt 606 

Arg Cys Val. Leu Leu Glu Val Gin Ital Pro Ala Ala Leu Val Gin Phe 
140 \ 145 150 

ggt cag tct gtg ggc tct gtg gta tat gV: tgc ttc gag get gee eta 654 

Gly Gin Ser Val Gly Ser Val Val Tyr AspyCys Phe Glu Ala Ala Leu 
155 160 \ ' 165 



ggg agt gag gta cga ate tgg tec tat act cagN 
Gly Ser Glu Val Arg He Trp Ser Tyr Thr Gin 
170 175 



.ccc agg tac gag aag 
o Arg Tyr Glu Lys 
180 



702 



gaa etc aac cac aca cag cag ctg cct gee ctg ccc 
Glu Leu Asn His Thr Gin Gin Leu Pro Ala Leu Pro 
185 190 195 



etc aac gtg 
Leu Asn Val 



750 



tea gca gat ggt gac aac gtg cat ctg gtt ctg aat gtc telxgag gag 
Ser Ala Asp Gly Asp Asn Val His Leu Val Leu Asn Val Ser T§1 u Glu 
200 205 210 \ 215 



798 



cag cac ttc ggc etc tec ctg tac tgg aat cag gtc cag ggc ccc oca 
Gin His Phe Gly Leu Ser Leu Tyr Trp Asn Gin Val Gin Gly Pro Pr& 
220 225 230 



846 



3 



aaa ccc egg tgg cac aaa aac ctg act gga ccg cag ate att ace ttg 
Lys Pro Arg Trp His Lys Asn Leu Thr Gly Pro Gin lie He Thr Leu 
235 240 245 

aac cac aca gac ctg gtt ccc tgc etc tgt att cag gtg tgg cct ctg 
Asn His Thr Asp Leu Val Pro Cys Leu Cys lie Gin Val Trp Pro Leu 
250 255 260 

gaa cct gac tec gtt agg acg aac ate tgc ccc ttc agg gag gac ccc 
Glu Pro Asp Ser Val Arg Thr Asn lie Cys Pro Phe Arg Glu Asp Pro 
265 270 275 

cgc gca cac cag aac etc tgg caa gee gee cga ctg cga ctg. ctg ace 
Arg Ala His Gin Asn Leu Trp Gin Ala Ala Arg Leu Arg Leu Leu Thr 
280 285 290 295 



ctg cag age tgg ctg ctg gac gca ccg tgc teg ctg ccc gca gaa gcg 
Leu Gin Ser Trp Leu Leu Asp Ala Pro Cys Ser Leu Pro Ala Glu Ala 
300 305 310 

gca ctg tgc tgg egg get ccg ggt ggg gac ccc tgc cag cca ctg gtc 
Ala Leu Cys Trp Arg Ala Pro Gly Gly Asp Pro Cys Gin Pro Leu Val 
315 320 325 

cca ccg ctt tec tgg gag aac gtc act gtg gac'aag gtt etc gag ttc 
Pro Pro Leu Ser Trp Glu Asn Val Thr Val Asp Lys Val Leu Glu Phe 
330 335 340 

cca ttg ctg aaa ggc cac cct aac etc tgt gtt cag gtg aac age teg 
Pro Leu Leu Lys Gly His Pro Asn Leu Cys Val Gin Val Asn Ser Ser 
345 350 355 

gag aag ctg cag ctg cag gag tgc ttg tgg get gac tec ctg ggg cct 
Glu Lys Leu Gin Leu Gin Glu Cys Leu Trp Ala Asp Ser Leu Gly Pro 
360 365 370 375 

etc aaa gac gat gtg c.ta ctg ttg gag aca cga ggc ccc cag gac aac 
Leu Lys Asp Asp Val Leu Leu Leu Glu Thr Arg Gly Pro Gin Asp Asn 
380 385 390 

aga tec etc tgt gee ttg gaa ccc agt ggc tgt act tea eta ccc age 



Arg Ser Leu Cys Ala Leu Glu Pro Ser Gly Cys Thr Ser Leu Pro Ser 
395 400 405 



aaa gcc tec acg agg gca get cgc ctt gga gag tac tta eta caa gac 
Lys Ala Ser Thr Arg Ala Ala Arg Leu Gly Glu Tyr Leu Leu Gin Asp 
410 415 420 



1422 



ctg cag tea ggc cag tgt ctg cag eta tgg gac gat gac ttg gga gcg 
Leu Gin Ser Gly Gin Cys Leu Gin Leu Trp Asp Asp Asp Leu Gly Ala 
425 430 435 



1470 



eta tgg gcc tgc ccc atg gac aaa tac ate cac aag cgc tgg gcc etc 
Leu Trp Ala Cys Pro Met Asp Lys Tyr He His Lys Arg Trp Ala Leu 
440 445 450 455 



1518 



gtg tgg ctg gcc tgc eta etc ttt gcc get gcg ctt tec etc ate etc 
Val Trp Leu Ala Cys Leu Leu Phe Ala Ala Ala Leu Ser Leu He Leu 
460 465 470 



1566 



2 



2 S 

a 



ctt etc aaa aag gat cac gcg aaa gcg gcc gcc agg ggc cgc gcg get 1614 

Leu Leu Lys Lys Asp His Ala Lys Ala Ala Ala Arg Gly Arg Ala Ala 

475 480 485 

ctg etc etc tac tea gcc gat gac teg ggt ttc gag cgc ctg gtg ggc 1662 

Leu Leu Leu Tyr Ser Ala Asp Asp Ser Gly Phe Glu Arg Leu Val Gly 

490 495 500 



gcc ctg gcg teg gcc ctg tgc cag ctg ccg ctg cgc gtg gcc gta gac 
Ala Leu Ala Ser Ala Leu Cys Gin Leu Pro Leu Arg Val Ala Val Asp 
505 510 515 



1710 



ctg tgg age cgt cgt gaa ctg age gcg cag ggg ccc gtg get tgg ttt 
Leu Trp Ser Arg Arg Glu Leu Ser Ala Gin Gly Pro Val Ala Trp Phe 
520 525 530 535 



1758 



cac gcg cag egg cgc cag acc ctg cag gag ggc ggc gtg gtg gtc ttg 
His Ala Gin Arg Arg Gin Thr Leu Gin Glu Gly Gly Val Val Val Leu 
540 ■ 545 550 



1806 



etc ttc tct ccc ggt gcg gtg gcg ctg tgc age gag tgg eta cag gat 
Leu Phe Ser Pro Gly Ala Val Ala Leu Cys Ser Glu Trp Leu Gin Asp 
555 560 565 



1854 



5 



999 gtg tec ggg ccc ggg gcg cac ggc ccg cac gac gec ttc cgc gec 
Gly Val Ser Gly Pro Gly Ala His Gly Pro His Asp Ala Phe Arg Ala 
570 575 580 



teg etc age tgc gtg ctg ccc gac ttc ttg cag ggc egg gcg ccc ggc 
Ser Leu Ser Cys Val Leu Pro Asp Phe Leu Gin Gly Arg Ala Pro Gly 
585 590 595 

age tac gtg ggg gee tgc ttc gac agg ctg etc cac ccg gac gec gta 
Ser Tyr Val Gly Ala Cys Phe Asp Arg Leu Leu His Pro Asp Ala Val 
600 605 610 615 



ccc gee ctt ttc cgc acc gtg ccc gtc ttc aca ctg ccc tec caa ctg 
Pro Ala Leu Phe Arg Thr Val Pro Val Phe Thr Leu Pro Ser Gin Leu 
620 625 630 

cca gac ttc ctg ggg gee ctg cag cag cct cgc gee ccg cgt tec ggg 
Pro Asp Phe Leu Gly Ala Leu Gin Gin Pro Arg Ala Pro Arg Ser Gly 
635 640 645 



egg etc caa gag aga gcg gag caa gtg tec egg gee ctt cag cca gee 
Arg Leu Gin Glu Arg Ala Glu Gin Val Ser Arg Ala Leu Gin Pro Ala 
650 655 660 



ctg gat age tac ttc cat ccc ccg ggg act ccc gcg ccg gga cgc ggg 
Leu Asp Ser Tyr Phe His Pro Pro Gly Thr Pro Ala Pro Gly Arg Gly 
665 670 675 

gtg gga cca ggg gcg gga cct ggg gcg ggg gac ggg act taaataaagg 
Val Gly Pro Gly Ala Gly Pro Gly Ala Gly Asp Gly Thr 
680 685 690 



cagaegctgt ttttct 

<210> 2 
<211> 692 
<212> PRT 
<213> Homo sapiens 



<400> 2 

Met Pro Val Pro Trp Phe Leu Leu Ser Leu Ala Leu Gly Arg Ser Pro 
1 5 10 15 



6 
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va i 


Leu 


oer Leu biu Arg Leu vai 


PI v/ Drr\ PI v\ 

b iy rro b I n 
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AT-, 
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oU 




Lys 


Ser 


rro 


biy Leu ber Lys Arg Leu 


i rp Asp ber 


Asp 


T1 A 

l le 


Leu Cys 






oD 






A C 

4b 






Leu 


rPO 


PI X/ 

bly 


Asp lie val pro Ala rro 


pi . . n w-i^ \/ -» t 

b ly Pro Va 1 


Leu 


Ala 


Pro Thr 




bU 




DO 


a n 

50 








Hi S 


Leu 


PI 

b I n 


inr biu Leu val Leu Arg 


Lys bin Lys 


Gl u 


Thr 


Asp Cys 


DO 








~7 C 

/b 






80 


Asp 


Leu 


Cys 


Leu Arg val Ala val His 


1-.,, A "I _ W 1 

Leu Ala Val 


1 1 ■ _ 
Hi s 


Gly 


His Trp 








bb 


nn 
9U 






p f~ 
95 


b 1 U 


b 1 U 


Pro 


piii a <~ ^ pTii n 1 1 i wr- ni^/^ 
blU ASp blU blU LyS Phe 


pi pi . . A 1 _ 

bly b ly Ala 


Al a 


Asp 


C « « PI.. 

Ser Gly 








i nn i nc 
1UU lUb 






i t n 
110 




va 1 


pi 1 1 
b 1 U 


Pill 
b f U 


Pro Arg Asn Ala Ser Leu 


Pl.rt A 1 _ p "1 _ 

Gin Ala Gin 


Val 


Val 


Leu Ser 






iir 

lib 


i on 
120 




1 oc 

125 






Phe 


Gin 


Ala 


Tyr Pro Thr Ala Arg Cys 


Val Leu Leu 


p i 
Glu 


Val 


Gin Val 




i on 




1 oc 

lob . 


1 A C\ 

140 








Pro 


Al a 


Ala 


t — ... W -% T PI ■* PL, _ pv, P ~l .„ 

Leu Val Gin Phe Gly Gin 


Ser Val Gly 


Ser 


Val 


Val Tyr 


145 






i c n 

150 


155 






160 


Asp 


Cys 


Phe 


pi . , a ~l AT— 1 pi , , P — 

Glu Ala Ala Leu Gly Ser 


PI \ 1 1 A 

Glu Val Arg 


T 1 

He 


Trp 


Ser Tyr 








165 


170 






175 


Thr 


Gin 


Pro 


Arg Tyr Glu Lys Glu Leu 


Asn His Thr 


Gin 


Gin 


Leu Pro 








180 185 






190 




A "I _ 

Al a 


Leu 


Pro 


Trp Leu Asn Val Ser Ala 


Asp Gly Asp 


Asn 


Val 


His Leu 






195 


on n 

200 




205 






va 1 


Leu 


Asn 


\ » _ i p pi , , pi , , pi ii- 

Val Ser Glu Glu Gin His 


r-\ i pi i 

Phe Gly Leu 


Ser 


Leu 


Tyr Trp 




210 




O 1 c 

215 


P O /I 

220 








Asn 


Gin 


Val 


Gin Gly Pro Pro Lys Pro 


Arg Trp His 


Lys 


Asn 


Leu Thr 


O O (~ 

225 






OOP 

230 


235 






240 


p T 

Gly 


Pro 


p t - 

Gin 


T 1 — T 1 -T-l ' _ 1 A 1 1 • 

He He Thr Leu Asn His 


Thr Asp Leu 


Val 


Pro 


Cys Leu 








O/l c 

24b 


oc n 

250 






255 


Cys 


lie 


Gin 


Val Trp Pro Leu Glu Pro 


Asp Ser Val 


Arg 


Thr 


Asn He 








o/~n o/"r 

260 265 






270 




Cys 


Pro 


pi— . — 

Phe 


Arg Glu Asp Pro Arg Ala 


His Gin Asn 


Leu 


Trp 


Gin Ala 






275 


280 




285 






Ala 


Arg 


Leu 


Arg Leu Leu Thr Leu Gin 


Ser Trp Leu 


Leu 


Asp 


Ala Pro 




290 




295 


300 








Cys 


Ser 


Leu 


Pro Ala Glu Ala Ala Leu 


Cys Trp Arg 


Ala 


Pro 


Gly Gly 


305 






310 


315 






320 


Asp 


Pro 


Cys 


Gin Pro Leu Val Pro Pro 


Leu Ser Trp 


Glu 


Asn 


Val Thr 








325 


330 






335 


Val 


Asp 


Lys 


Val Leu Glu Phe Pro Leu 


Leu Lys Gly 


His 


Pro 


Asn Leu 








340 345 






350 





7 



P wr- 

Cys 


Va I 


PI r> 

b 1 n 


va l 


Asn Ser 


Ser Glu Lys Leu 


b 1 n Leu b 1 n 


pi . ■ 

b 1 U 


Cys Leu 






Job 






Q£A 

ooU 


dob 






Trp 


Al a 


Asp 


Ser 


Leu bly 


Pro Leu Lys Asp 


Asp Val Leu 


Leu 


Leu Glu 




J/U 








o/b 


ooU 






Thr 


Arg 


Gly 


Pro 


Gin Asp 


Asn Arg Ser Leu 


Cys Ala Leu 


PT . . 

Glu 


Pro Ser 


385 








on a 




one 

jyb 




A A A 

400 


Gly 


Cys 


Thr 


C trt 

Ser 


Leu Pro 


Ser Lys Ala Ser 


Thr Arg Ala 


Ala 


Arg Leu 










/t AC 

405 


A 1 A 

410 






a i r~ ' 

415 


Gly 


p i . . 

Glu 


Tyr 


Leu 


Leu Gin 


Asp Leu Gin Ser 


PH.. PI.—. /"*.._ 

Gly Gin Cys 


Leu 


Gin Leu 








A OA 

420 




a on 

425 




A O A 

430 




Trp 


Asp 


Asp 


Asp 


Leu Gly 


AT 1 T* AT 

Ala Leu Trp Ala 


Cys Pro Met 


Asp 


Lys Tyr 






^ or 

435 






A A A 

440 


a a r~ 

445 






lie 


His 


Lys 


Arg 


Trp Ala 


Leu Val Trp Leu 


Ala Cys Leu 


Leu 


Phe Ala 




a r~ a 

450 








A I~ l~ 

455 


460 






Ala 


Ala 


Leu 


Ser 


Leu lie 


Leu Leu Leu Lys 


Lys Asp His 


Ala 


Lys Ala 


465 








470 




475 




480 


Ala 


Ala 


Arg 


Gly 


Arg Ala 


Ala Leu Leu Leu 


Tyr Ser Ala 


Asp 


Asp Ser 










485 


490 






495 


Gly 


Phe 


Glu 


Arg 


Leu Val 


O 1 . . AT— 1 _ AT— 

Gly Ala Leu Ala 


Ser Ala Leu 


Cys 


Gin Leu 








T~ A A 

500 




r nr 

505 




510 




Pro 


Leu 


Arg 


Val 


Ala Val 


Asp Leu Trp Ser 


Arg Arg Glu 


Leu 


Ser Ala 






515 






520 


525 






Gin 


Gly 


Pro 


Val 


Ala Trp 


Phe His Ala Gin 


Arg Arg Gin 


Thr 


Leu Gin 




530 








535 


540 






Glu 


Gly 


Gly 


Val 


Val Val 


Leu Leu Phe Ser 


Pro Gly Ala 


Val 


Ala Leu 


545 








550 




555 




560 


Cys 


Ser 


Glu 


Trp 


Leu Gin 


Asp Gly Val Ser 


Gly Pro Gly 


Ala 


His Gly 










565 


.570 






575 


Pro 


His 


Asp 


Ala 


Phe Arg 


Ala Ser Leu Ser 


Cys Val Leu 


Pro 


Asp Phe 








580 




585 




590 




Leu 


Gin 


Gly 


Arg 


Ala Pro 


Gly Ser Tyr Val 


Gly Ala Cys 


Phe 


Asp Arg 






595 






600 


605 






Leu 


Leu 


His 


Pro 


Asp Ala 


Val Pro Ala Leu 


Phe Arg Thr 


Val 


Pro Val 




610 








615 


620 






Phe 


Thr 


Leu 


Pro 


Ser Gin 


Leu Pro Asp Phe 


Leu Gly Ala 


Leu 


Gin Gin 


625 








630 




635 




640 


Pro 


Arg 


Ala 


Pro 


Arg Ser 


Gly Arg Leu Gin 


Glu Arg Ala 


Glu 


Gin Val 










645 


650 






655 


Ser 


Arg 


Ala 


Leu 


Gin Pro 


Ala Leu Asp Ser 


Tyr Phe His 


Pro 


Pro Gly 








660 




665 




670 




Thr 


Pro 


Ala 


Pro 


Gly Arg 


Gly Val Gly Pro 


Gly Ala Gly 


Pro 


Gly Ala 






675 






680 


685 







8 



Gly Asp Gly Thr 
690 

<210> 3 
<211> 2076 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> This degenerate sequence encodes the amino acid 
sequence of SEQ ID NO: 2. 

<221> variation 

<222> (D...C2076) 

<223> N is any nucleotide 

<221> misc_feature 
<222> (D...C2076) 
<223> n = A.T.C or G 

<400> 3 

atgccngtnc cntggttyyt nytnwsnytn gcnytnggnm gnwsnccngt ngtnytnwsn 

ytngarmgny tngtnggncc ncargaygcn acncaytgyw snccnggnyt nwsntgymgn 

ytntgggayw sngayathyt ntgyytnccn ggngayathg tnccngcncc nggnccngtn 

ytngcnccna cncayytnca racngarytn gtnytnmgnt gycaraarga racngaytgy 

gayytntgyy tnmgngtngc ngtncayytn gcngtncayg gncaytggga rgarccngar 

gaygargara arttyggngg ngcngcngay wsnggngtng argarccnmg naaygcnwsn 

ytncargcnc argtngtnyt nwsnttycar gcntayccna cngcnmgntg ygtnytnytn 

gargtncarg tnccngcngc nytngtncar ttyggncarw sngtnggnws ngtngtntay 

gaytgyttyg argcngcnyt nggnwsngar gtnmgnatht ggwsntayac ncarccnmgn 

taygaraarg arytnaayca yacncarcar ytnccngcny tnccntggyt naaygtnwsn 

gcngayggng ayaaygtnca yytngtnytn aaygtnwsng argarcarca yttyggnytn 

wsnytntayt ggaaycargt ncarggnccn ccnaarccnm gntggcayaa raayytnacn 

ggnccncara thathacnyt naaycayacn gayytngtnc cntgyytntg yathcargtn 

tggccnytng arccngayws ngtnmgnacn aayathtgyc cnttymgnga rgayccnmgn 

gcncaycara ayytntggca rgcngcnmgn ytnmgnytny tnacnytnca rwsntggytn 

ytngaygcnc cntgywsnyt nccngcngar gcngcnytnt gytggmgngc nccnggnggn 

gayccntgyc arccnytngt nccnccnytn wsntgggara aygtnacngt ngayaargtn 

ytngarttyc cnytnytnaa rggncayccn aayytntgyg tncargtnaa ywsnwsngar 

aarytncary tncargartg yytntgggcn gaywsnytng gnccnytnaa rgaygaygtn 

ytnytnytng aracnmgngg nccncargay aaymgnwsny tntgygcnyt ngarccnwsn 

ggntgyacnw snytnccnws naargcnwsn acnmgngcng cnmgnytngg ngartayytn 

ytncargayy tncarwsngg ncartgyytn carytntggg aygaygayyt nggngcnytn 



tgggcntgyc cnatggayaa rtayathcay aarmgntggg cnytngtntg gytngcntgy 1380 

ytnytnttyg cngcngcnyt nwsnytnath ytnytnytna araargayca ygcnaargcn 1440 

gcngcnmgng gnmgngcngc nytnytnytn taywsngcng aygaywsngg nttygarmgn 1500 

ytngtnggng cnytngcnws ngcnytntgy carytnccny tnmgngtngc ngtngayytn 1560 

tggwsnmgnm gngarytnws ngcncarggn ccngtngcnt ggttycaygc ncarmgnmgn 1620 

caracnytnc argarggngg ngtngtngtn ytnytnttyw snccnggngc ngtngcnytn 1680 

tgywsngart ggytncarga yggngtnwsn ggnccnggng cncayggncc ncaygaygcn 1740 
ttymgngcnw snytnwsntg ygtnytnccn gayttyytnc arggnmgngc nccnggnwsn . 1800 

taygtnggng cntgyttyga ymgnytnytn cayccngayg cngtnccngc nytnttymgn 1860 

acngtnccng tnttyacnyt nccnwsncar ytnccngayt tyytnggngc nytncarcar 1920 

ccnmgngcnc cnmgnwsngg nmgnytncar garmgngcng arcargtnws nmgngcnytn 1980 

carccngcny tngaywsnta yttycayccn ccnggnacnc cngcnccngg nmgnggngtn 2040 

ggnccnggng cnggnccngg ngcnggngay ggnacn 2076 

H <210> 4 

in <211> 1753 

" <212> DNA 

l !J <213> Homo sapiens 

ca <220> 

<221> CDS 
C3 <222> (2)... (1726) 

}!{ <400> 4 

q g gag gag cct agg aat gcc tct etc cag gec caa gtc gtg etc tec ttc 49 

CI? Glu Glu Pro Arg Asn Ala Ser Leu Gin Ala Gin Val Val Leu Ser Phe 

1 5 10 15 

cag gcc tac cct act gcc cgc tgc gtc ctg ctg gag gtg caa gtg cct 97 
Gin Ala Tyr Pro Thr Ala Arg Cys Val Leu Leu Glu Val Gin Val Pro' 
20 25 30 

get gcc ctt gtg cag ttt ggt cag tct gtg ggc tct gtg gta tat gac 145 
Ala Ala Leu Val Gin Phe Gly Gin Ser Val Gly Ser Val Val Tyr Asp 
35 40 45 

tgc ttc gag get gcc eta ggg agt gag gta cga ate tgg tec tat act 193 
Cys Phe Glu Ala Ala Leu Gly Ser Glu Val Arg He Trp Ser Tyr Thr 
50 55 60 

cag ccc agg tac gag aag gaa etc aac cac aca cag cag ctg cct gcc 241 
Gin Pro Arg Tyr Glu Lys Glu Leu Asn His Thr Gin Gin Leu Pro Ala 
65 70 75 80 



10 



ctg ccc tgg etc aac gtg tea gca gat ggt gac aac gtg cat ctg gtt 
Leu Pro Trp Leu Asn Val Ser Ala Asp Gly Asp Asn Val His Leu Val 
85 90 95 



289 



ctg aat gtc tct gag gag cag cac ttc ggc etc tec ctg tac tgg aat 
Leu Asn Val Ser Glu Glu Gin His Phe Gly Leu Ser Leu Tyr Trp Asn 
100 105 110 



337 



cag gtc cag ggc ccc cca aaa ccc egg tgg cac aaa aac ctg act gga 
Gin Val Gin Gly Pro Pro Lys Pro Arg Trp His Lys Asn Leu Thr Gly 
115 120 125 



385 



i,* 



ccg cag ate att acc ttg aac cac aca gac ctg gtt ccc tgc etc tgt 
Pro Gin He He Thr Leu Asn His Thr Asp Leu Val Pro Cys Leu Cys 
130 135 140 



433 



att cag gtg tgg cct ctg gaa cct gac tec gtt agg acg aac ate tgc 
He Gin Val Trp Pro Leu Glu Pro Asp Ser Val Arg Thr Asn He Cys 
145 150 155 160 



481 



ccc ttc agg gag gac ccc cgc gca cac cag aac etc tgg caa gec gee 
Pro Phe Arg Glu Asp Pro Arg Ala His Gin Asn Leu Trp Gin Ala Ala 
165 170 175 



529 



cga ctg cga ctg ctg acc ctg cag age tgg ctg ctg gac gca ccg tgc 
Arg Leu Arg Leu Leu Thr Leu Gin Ser Trp Leu Leu Asp Ala Pro Cys 
180 185 190 



577 



teg ctg ccc gca gaa gcg gca ctg tgc tgg egg get ccg ggt ggg gac 
Ser Leu Pro Ala Glu Ala Ala Leu Cys Trp Arg Ala Pro Gly Gly Asp 
195 200 205 



625 



ccc tgc cag cca ctg gtc cca ccg ctt tec tgg gag aac gtc act gtg 
Pro Cys Gin Pro Leu Val Pro Pro Leu Ser Trp Glu Asn Val Thr Val 
210 215 220 



673 



gac gtg aac age teg gag aag ctg cag ctg cag. gag tgc ttg tgg get 
Asp Val Asn Ser Ser Glu Lys Leu Gin Leu Gin Glu Cys Leu Trp Ala 
225 230 235 240 



721 



gac tec ctg ggg cct etc aaa gac gat gtg eta ctg ttg gag aca cga 



769 



11 



Asp Ser Leu Gly Pro Leu Lys Asp Asp Val Leu Leu Leu Glu Thr Arg 
245 250 255 



ggc ccc cag gac aac aga tec etc tgt gec ttg gaa ccc agt ggc tgt 
Gly Pro Gin Asp Asn Arg Ser Leu Cys Ala Leu Glu Pro Ser Gly Cys 
260 265 270 



817 



act tea eta ccc age aaa gee tec acg agg gca get cgc ctt gga gag 
Thr Ser Leu Pro Ser Lys Ala Ser Thr Arg Ala Ala Arg Leu Gly Glu 
275 280 285 



865 



tac tta eta caa gac ctg cag tea ggc cag tgt ctg cag eta tgg gac 
Tyr Leu Leu Gin Asp Leu Gin Ser Gly Gin Cys Leu Gin Leu Trp Asp 
290. 295 300 



913 



Co 

o 

=.: : 

u 

I, J 

o 
a 



gat gac ttg gga gcg eta tgg gec tgc ccc atg gac aaa tac ate cac 961 

Asp Asp Leu Gly Ala Leu Trp Ala Cys Pro Met Asp Lys Tyr He His 
305 310 315 320 

aag cgc tgg gee etc gtg tgg ctg gee tgc eta etc ttt gee get gcg 1009 

Lys Arg Trp Ala Leu Val Trp Leu Ala Cys Leu Leu Phe Ala Ala Ala 

325 330 335 

ctt tec etc ate etc ctt etc aaa aag gat cac gcg aaa ggg tgg ctg 1057 

Leu Ser Leu He Leu Leu Leu Lys Lys Asp His Ala Lys Gly Trp Leu 
340 345 350 



agg etc ttg aaa cag gac gtc cgc. teg ggg gcg gee gee agg ggc cgc 
Arg Leu Leu Lys Gin Asp Val Arg Ser Gly Ala Ala Ala Arg Gly Arg 
355 360 365 



1105 



gcg get ctg etc etc tac tea gec gat gac teg ggt ttc gag cgc ctg 
Ala Ala Leu Leu Leu Tyr Ser Ala Asp Asp Ser Gly Phe Glu Arg Leu 
370 375 380 



1153 



gtg ggc gee ctg gcg teg gec ctg tgc cag ctg ccg ctg cgc gtg gec 
Val Gly Ala Leu Ala Ser Ala Leu Cys Gin Leu Pro Leu Arg Val Ala 
385 390 395 400 



1201 



gta gac ctg tgg age cgt cgt gaa ctg age gcg cag ggg ccc gtg get 
Val Asp Leu Trp Ser Arg Arg Glu Leu Ser Ala Gin Gly Pro Val Ala 
405 410 415 



1249 



12 



tgg ttt cac gcg cag egg cgc cag acc ctg cag gag ggc ggc gtg gtg 
Trp Phe His Ala Gin Arg Arg Gin Thr Leu Gin Glu Gly Gly Val Val 
420 425 430 

gtc ttg etc ttc tct ccc ggt gcg gtg gcg ctg tgc age gag tgg eta 
Val Leu Leu Phe Ser Pro Gly Ala Val Ala Leu Cys Ser Glu Trp Leu 
435 440 445 

cag gat ggg gtg tec ggg ccc ggg gcg cac ggc ccg cac gac gee ttc 
Gin Asp Gly Val Ser Gly Pro Gly, Ala His Gly Pro His Asp Ala Phe 
450 455 460 

cgc gee teg etc age tgc gtg ctg ccc gac ttc ttg cag ggc egg gcg 
Arg Ala Ser Leu Ser Cys Val Leu Pro Asp Phe Leu Glh Gly Arg Ala 
465 470 475 480 

ccc ggc age tac gtg ggg gee tgc ttc gac agg ctg etc cac ccg gac 
Pro Gly Ser Tyr Val. Gly Ala Cys Phe Asp Arg Leu Leu His Pro Asp 
485 490 495 

gee gta ccc gec ctt ttc cgc acc gtg ccc gtc ttc aca ctg ccc tec 
Ala Val Pro Ala Leu Phe Arg Thr Val Pro Val Phe Thr Leu Pro Ser 
500 505 510 . 

caa ctg cca gac ttc ctg ggg gec ctg cag cag cct cgc gec ccg cgt 
Gin Leu Pro Asp Phe Leu Gly Ala Leu Gin Gin Pro Arg Ala Pro Arg 
515 520 525 

tec ggg egg etc caa gag aga gcg gag caa gtg tec egg gee ctt cag 
Ser Gly Arg Leu Gin Glu Arg Ala Glu Gin Val Ser Arg Ala Leu Gin 
530 535 540 

cca gee ctg gat age tac ttc cat ccc ccg ggg act ccc gcg ccg gga 
Pro Ala Leu Asp Ser Tyr Phe His Pro Pro Gly Thr Pro Ala Pro Gly 
545 550 555 560 

cgc ggg gtg gga cca ggg gcg gga cct ggg gcg ggg gac ggg act 
Arg Gly Val Gly Pro Gly Ala Gly Pro Gly Ala Gly Asp Gly Thr 
.565 570 575 

taaataaagg cagaegctgt ttttcta 



<210> 5 



13 



<211> 575 
<212> PRT 
<213> Homo sapiens 



<400> 5 



Glu 


Glu Pro Arg 


Asn 


Ala 


Ser 


Leu Gin Ala 


Gin Val Val 


Leu 


Ser Phe 


1 




5 






10 






15 


Gin 


Ala Tyr Pro 


Thr 


Ala 


Arg 


Cys Val Leu 


Leu Glu Val 


Gin 


Val Pro 




20 








25 




30 




Ala 


Ala Leu Val 


Gin 


Phe 


Gly 


Gin Ser Val 


Gly Ser Val 


Val 


Tyr Asp 




35 








40 


45 






Cys 


Phe Glu Ala 


Ala 


Leu 


Gly 


Ser Glu Val 


Arg He Trp 


Ser 


Tyr Thr 




50 






55 




60 






Gin 


Pro Arg Tyr 


Glu 


Lys 


Glu 


Leu Asn His 


Thr Gin Gin 


Leu 


Pro Ala 


65 






70 






75 




80 


Leu 


Pro Trp Leu 


Asn 


Val 


Ser 


Ala Asp Gly 


Asp Asn Val 


His 


Leu Val 






85 






90 






95 


Leu 


Asn Val Ser 


Glu 


Glu 


Gin 


His Phe Gly 


Leu Ser Leu 


Tyr 


Trp Asn 




100 








105 




110 




Gin 


Val Gin Gly 


Pro 


Pro 


Lys 


Pro Arg Trp 


His Lys Asn 


Leu 


Thr Gly 




115 








120 


125 






Pro 


Gin He He 


Thr 


Leu 


Asn 


His Thr Asp 


Leu Val Pro 


Cys 


Leu Cys 




130 






135 




140 






He 


Gin Val Trp 


Pro 


Leu 


Glu 


Pro Asp Ser 


Val Arg Thr 


Asn 


He Cys 


145 






•150 






155 




160 


Pro 


Phe Arg Glu 


Asp 


Pro 


Arg 


Ala His Gin 


Asn Leu Trp 


Gin 


Ala Ala 






165 






170 






175 


Arg 


Leu Arg Leu 


Leu 


Thr 


Leu 


Gin Ser Trp 


Leu Leu Asp 


Ala 


Pro Cys 




180 








185 




190 




Ser 


Leu Pro Ala 


Glu 


Ala 


Ala 


Leu Cys Trp 


Arg Ala Pro 


Gly 


Gly Asp 




195 








200 


205 






Pro 


Cys Gin Pro 


Leu 


Val 


Pro 


Pro Leu Ser 


Trp Glu Asn 


Val 


Thr Val 




210 






215 




220 






Asp 


Val Asn Ser 


Ser 


Glu 


Lys 


Leu Gin Leu 


Gin Glu Cys 


Leu 


Trp Ala 


225 






230 






235 




240 


Asp 


Ser Leu Gly 


Pro 


Leu 


Lys 


Asp Asp Val 


Leu Leu Leu 


Glu 


Thr Arg 






245 






250 






255 


Gly 


Pro Gin Asp 


Asn 


Arg 


Ser 


Leu Cys Ala 


Leu Glu Pro 


Ser 


Gly Cys 




260 








265 




270 




Thr 


Ser Leu Pro 


Ser 


Lys 


Ala 


Ser Thr Arg 


Ala Ala Arg 


Leu 


Gly Glu 




275 








280 


285 






Tyr 


Leu Leu Gin 


Asp 


Leu 


Gin 


Ser Gly Gin 


Cys Leu Gin 


Leu 


Trp Asp 




290 






295 




300 







Acn 


Mo (J 


1 0 1 1 


u iy 


M 1 d 


1 Ol 1 

l_t:U 


i rp 


Al a 
M f a 


OUD 










n 

olU 






Lys 


Arg 


I rp 


A 1 a 


1 Ql t 

Leu 


Va 1 


i rp 


LcU 










J<lb 








Leu 


Ser 


Leu 


1 1 e 


Leu 


Leu 


Leu 


Lys 


















Arg 


Leu 


Leu 


Lys 


b i n 


Asp 


va i 


Arg 






ooo 










JOU 


AT ^ 

ai a 


AT 

A 1 a 


Leu 


Leu 


Leu 


Tyr 


. ■ 
Ser 


a i a 




J/U 










J/b 




va i 


pi \/ 
b ly 


AT n 

a i a 


Leu 


Al o 

a i a 


Ser 


Al o 

a i a 


Leu 


















\/ -*i 

va i 


Asp 


Leu 


Trp 


Ser 


Arg 


Arg 


b 1 U 










4Ub 








Trp 


rrie 


HI S 


AT 3 

a i a 


pi n 


Arg 


Arg 


PI n 

b i n 








/ion 










Va 1 


Leu 


Leu 


Phe 


Ser 


Pro 


pi *# 

Gly 


A I a 






/IOC 

4Jb 










A AC\ 

44 (J 


Gin 


Asp 


Gly 


Val 


Ser 


Gly 


Pro 


Gly 




A C A 

450 










A C C 

45b 




Arg 


AI a 


Ser 


Leu 


Ser 


Cys 


Va 1 


Leu 


465 










4/U 






Pro 


Gly 


Ser 


Tyr 


Va l 


pi w 

Gly 


Ala 


Cys 










48b 








Ai a 


val 


Pro 


A 1 a 


Leu 


Phe 


Arg 


1 hr 








rnn 

bUU 










Gin 


Leu 


Pro 


Asp 


Phe 


Leu 


Gly 


Ala 






515 










520 


Ser 


Gly 


Arg 


Leu 


Gin 


Glu 


Arg 


Ala 




530 










535 




Pro 


Ala 


Leu 


Asp 


Ser 


Tyr 


Phe 


His 


545 










550 






Arg 


Gly 


Val 


Gly 


Pro 


Gly 


Ala 


Gly 



565 

<210> 6 
<211> 1725 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> This degenerate seqi 
sequence of SEQ ID 



P \/c 

uyb 


r i U 


rlcL Mbp Lyb 


iyr 


Tl o W-i c 
lie nl S 






OlJ 






Al a 

a i a 


P wc 

uys 


Leu Leu rrie 


Al zi 

a i a 


Al 3 Al 3 

a i a a i a 




JJU 






Job 


1 wc 

Lys 


A c r\ 

ASp 


his Ala Lys 


PI w 

b ly 


Trp Leu 


J4b 






JbU 




Ser 


PI w 

b ly 


Al Al n Al 

Ala Ala Ala 


Arg 


Gly Arg 






Job 






Asp 


Asp 


ser biy Phe 


piii 

b lU 


Arg Leu 






JoU 






Cys 


PI y-k 

b i n 


Leu Pro Leu 


Arg 


V/ 1 A 1 -» 

val Ala 










a nn 
4UU 


Leu 


Ser 


A 1 PI ir> fl w 

Ala bin b ly 


Pro 


Va I Ala 




a i n 

4IU 






/lie; 
41b 


i nr 


Leu 


PI in PI 1 1 PI w 

bin b l u b ly 


PI W 

G ly 


Val Val 


A Ok 
4<ib 










\/ ->i 
Va 1 


Ala 


Leu Cys Ser 


Glu 


Trp Leu 






A A t~ 

445 






Al a 


His 


Gly Pro His 


A 

Asp 


Ala Phe 






460 






Pro 


Asp 


Phe Leu Gin 


Gly 


Arg Ala 






4/5 




480 


Phe 


Asp 


Arg Leu Leu 


His 


Pro Asp 




490 






495 


Va l 


Pro 


Val Phe Thr 


Leu 


Pro Ser 


bUb 






blU 




Leu 


Gin 


Gin Pro Arg 


Ala 


Pro Arg 






525 






Glu 


Gin 


Val Ser Arg 


Ala 


Leu Gin 






540 






Pro 


Pro 


Gly Thr Pro 


Ala 


Pro Gly 






555 




560 


Pro 


Gly 


Ala Gly Asp 


Gly 


Thr 




570 






575 



nee encodes the amino acid 
:5. 




<221> variation 

<222> (1)...(1725) 

<223> N is any nucleotide. 

<221> misc_feature 
<222> (1) . . . (1725) 
<223> n = A,T,C or G 

<400> 6 

gargarccnm gnaaygcnws nytncargcn 

acngcnmgnt gygtnytnyt ngargtncar 

wsngtnggnw sngtngtnta ygaytgytty 

S3 tggwsntaya cncarccnmg ntaygaraar 

J;j ytnccntggy tnaaygtnws ngcngayggn 

J- gargarcarc ayttyggnyt nwsnytntay 

£9 mgntggcaya araayytnac nggnccncar 

\3 ccntgyytnt gyathcargt ntggccnytn 

H ccnttymgng argayccnmg ngcncaycar 

^ ytnacnytnc arwsntggyt nytngaygcn 

rj tgytggmgng cnccnggngg ngayccntgy 

jp aaygtnacng tngaygtnaa ywsnwsngar 

hi gaywsnytng.gnccnytnaa rgaygaygtn 

£3 aaymgnwsny tntgygcnyt ngarccnwsn 

J3 acnmgngcng cnmgnytngg ngartayytn 

u carytntggg aygaygayyt nggngcnytn 

aarmgntggg cnytngtntg gytngcntgy 

ytnytnytna araargayca ygcnaarggn 

wsnggngcng cngcnmgrigg nmgngcngcn 

ttygarmgny tngtnggngc nytngcnwsn 

gtngayytnt ggwsnmgnmg ngarytnwsn 

carmgnmgnc aracnytnca rgarggnggn 

gtngcnytnt gywsngartg gytncargay 

caygaygcnt tymgngcnws nytnwsntgy 

ccnggnwsnt aygtnggngc ntgyttygay 

ytnttymgna cngtnccngt nttyacnytn 

ytncarcarc cnmgngcncc nmgnwsnggn 

mgngcnytnc arccngcnyt ngaywsntay 

mgnggngtng gnccnggngc nggnccnggn 




cargtngtny 


tnwsnttyca 


rgcntayccn 


60 


gtnccngcng 


cnytngtnca 


rttyggncar 


120 


gargcngcny 


tnggnwsnga 


rgtnmgnath 


180 


garytnaayc 


ayacncarca 


rytnccngcn 


. 240 


gayaaygtnc 


ayytngtnyt 


naaygtnwsn 


300 


tggaaycarg 


tncarggncc 


nccnaarccn 


360 


athathacny 


tnaaycayac 


ngayytngtn 


420 


garccngayw 


sngtnmgnac 


naayathtgy 


480 


aayytntggc 


argcngcnmg 


nytnmgnytn 


540 


ccntgywsny 


tnccngcnga 


rgcngcnytn 


600 


carccnytng 


tnccnccnyt 


nwsntgggar 


660 


aarytncary 


tncargartg 


yytntgggcn 


720 


ytnytnytng 


aracnmgngg 


nccncargay 


780 


ggntgyacnw 


snytnccnws 


naargcnwsn 


840 


ytncargayy 


tncarwsngg 


ncartgyytn 


900 


tgggcntgyc 


cnatggayaa 


rtayathcay 


960 


ytnytnttyg 


cngcngcnyt 


nwsnytnath 


1020 


tggytnmgny 


tnytnaarca 


rgaygtnmgn 


1080 


ytnytnytnt 


aywsngcnga 


ygaywsnggn 


1140 


gcnytntgyc 


arytnccnyt 


nmgngtngcn 


1200 


gcncarggnc 


cngtngcntg 


gttycaygcn 


1260 


gtngtngtny 


tnytnttyws 


nccnggngcn 


1320 


ggngtnwsng 


gnccnggngc 


ncayggnccn 


1380 


gtnytnccng 


ayttyytnca 


rggnmgngcn 


1440 


mgnytnytnc 


ayccngaygc 


ngtnccngcn 


1500 


ccnwsncary 


tnccngaytt 


yytnggngcn 


1560 


mgnytncarg 


armgngcnga 


rcargtnwsn 


1620 


ttycayccnc 


cnggnacncc 


ngcnccnggn 


1680 


gcnggngayg 


gnacn 




1725 



<210> 7 
<211> 16 
<212> PRT 




<213> Artificial Sequence 
<220> 

<223> Peptide linker. 
<400> 7 

Gly Gly Ser Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 
1 5 10 15 

<210> 8 
<211> 21 
<212> DNA 

<213> Arificial Sequence 
<220> 

<223> PCR primer 

<400> 8 
cggcgtggtg gtcttgctct t 

<210> 9 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer. 

<400> 9 
tcccgtcccc cgccccaggt c 

<210> 10 
<211> 688 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimeric Zcytorl4 protein. 



<400> 10 

Met Pro Val Pro Trp Phe Leu Leu Ser Leu Ala Leu Gly Arg Ser Pro 
1 5 10 15 



Val 


Val 


Leu 


(~* i OTA t 

Ser Leu Glu Arg Leu 








20 


Cys 


Ser 


Pro 


Gly Leu Ser Cys Arg 






35 


40 


Leu 


Pro 


Gly 


Asp He Val Pro Ala 




50 




55 


His 


Leu 


Gin 


Thr Glu Leu Val Leu 


65 






70 


Asp 


Leu 


Cys 


Leu Arg Val Ala Val 








85 


Glu 


Glu 


Pro 


Glu Asp Glu Glu Lys 








100 


Val 


Glu 


Glu 


Pro Arg Asn Ala Ser 






115 


120 


Phe 


Gin 


Ala 


Tyr Pro Thr Ala Arg 




130 




135 


Pro 


Ala 


Ala 


Leu Val Gin Phe Gly 


145 






150 


Asp 


Cys 


Phe 


Glu Ala Ala Leu Gly 








165 


Thr 


Gin 


Pro 


Arg Tyr Glu Lys Glu 








180 


Ala 


Leu 


Pro 


Trp Leu Asn Val Ser 






195 


200 


Val 


Leu 


Asn 


Val Ser Glu Glu Gin 




210 




215 


Asn 


Gin 


Val 


Gin Gly Pro Pro Lys 


225 






.230 


Gly 


Pro 


Gin 


He lie Thr Leu Asn 








245 


Cys 


He 


Gin 


Val Trp Pro Leu Glu 








260 


Cys 


Pro 


Phe 


Arg Glu Asp Pro Arg 






275 


280 


Ala 


Arg 


Leu 


Arg Leu Leu Thr Leu 




290 




295 


Cys 


Ser 


Leu 


Pro Ala Glu Ala Ala 


305 






310 


Asp 


Pro 


Cys 


Gin Pro Leu Val Pro 








325 


Val 


Asp 


Val 


Asn Ser Ser Glu Lys 




17 



Val Gly 


Pro Gin Asp Ala 


Thr His 


lb 


30 




Leu Trp 


Asp Ser Asp He 


Leu Cys 




45 




Pro Gly 


Pro Val Leu Ala 


Pro Thr 




60 




Arg Cys 


Gin Lys Glu Thr 


Asp Cys 




75 


80 


His Leu 


Ala Val His Gly 


His Trp 


90 




95 


Phe Gly 


Gly Ala Ala Asp 


Ser Gly 


105 


110 




Leu Gin 


Ala Gin Val Val 


Leu Ser 




125 




Cys Val 


Leu Leu Glu Val 


Gin Val 




140 




Gin Ser 


Val Gly Ser Val 


Val Tyr 




155 


160 


Ser Glu 


Val Arg lie Trp 


Ser. Tyr 


170 




175 


Leu Asn 


His Thr Gin. Gin 


Leu Pro 


185 


190 




Ala Asp 


Gly Asp Asn Val 


His Leu 




205 




His Phe 


Gly Leu Ser Leu 


Tyr Trp 




220 




Pro Arg 


Trp His Lys Asn 


Leu Thr 




235 


240 


His Thr 


Asp Leu Val Pro 


Cys Leu 


250 




255 


Pro Asp 


Ser Val Arg Thr 


Asn He 


265 


270 




Ala His 


Gin Asn Leu Trp 


Gin Ala 




285 




Gin Ser 


Trp Leu Leu Asp 


Ala Pro 




300 




Leu Cys 


Trp Arg Ala Pro 


Gly Gly 




315 


320 


Pro Leu 


Ser Trp Glu Asn 


Val Thr 


330 




335 


Leu Gin 


Leu Gin Glu Cys 


Leu Trp 


345 


350 





18 



Ala Asp Ser Leu Gly Pro Leu Lys Asp Asp Val Leu Leu Leu Glu Thr 

355 360 365 

Arg Gly Pro Gin Asp Asn Arg Ser Leu Cys Ala Leu Glu Pro Ser Gly 

370 375 . 380 

Cys Thr Ser Leu Pro Ser Lys Ala Ser Thr Arg Ala Ala Arg Leu Gly 
385 390 395 400 

Glu Tyr Leu Leu Gin Asp Leu Gin Ser Gly Gin Cys Leu Gin Leu Trp 

405 410 415 

Asp Asp Asp Leu Gly Ala Leu Trp Ala Cys Pro Met Asp Lys Tyr He 

420 425 430 

His Lys Arg Trp Ala Leu Val Trp Leu Ala Cys Leu Leu Phe Ala Ala 

435 440 445 

Ala Leu Ser Leu He Leu Leu Leu Lys Lys Asp His Ala Lys Gly Trp 

450 455 460 

Leu Arg Leu Leu Lys Gin Asp Val Arg Ser Gly Ala Ala Ala Arg Gly 
465 470 475 480 

Arg Ala Ala Leu Leu Leu Tyr Ser Ala Asp Asp Ser Gly Phe Glu Arg 

485 490 495 

Leu Val Gly Ala Leu Ala Ser Ala Leu Cys Gin Leu Pro Leu Arg Val 

500 505 510 

Ala Val Asp Leu Trp Ser Arg Arg Glu Leu Ser Ala Gin Gly Pro Val 

515 520 525 

Ala Trp Phe His Ala Gin Arg Arg Gin Thr Leu Gin Glu Gly Gly Val 

530 535 540 

Val Val Leu Leu Phe Ser Pro Gly Ala Val Ala Leu Cys Ser Glu Trp 
545 550 555 560 

Leu Gin Asp Gly Val Ser Gly Pro Gly Ala His Gly Pro His Asp Ala 

565 570 575 

Phe Arg Ala Ser Leu Ser Cys Val Leu Pro Asp Phe Leu Gin Gly Arg 

580 585 590 

Ala Pro Gly Ser Tyr Val Gly Ala Cys Phe Asp Arg Leu Leu His Pro 

595 600 605 

Asp Ala Val Pro Ala Leu Phe Arg Thr Val Pro Val Phe Thr Leu Pro 

610 615 620 

Ser Gin Leu Pro Asp Phe Leu Gly Ala Leu Gin Gin Pro Arg Ala Pro 
625 630 635 640 

Arg Ser Gly Arg Leu Gin Glu Arg Ala Glu Gin Val Ser Arg Ala Leu 

645 650 655 

Gin Pro Ala Leu Asp Ser Tyr Phe His Pro Pro Gly Thr Pro Ala Pro 

660 ' 665 670 

Gly Arg Gly Val Gly Pro Gly Ala Gly Pro Gly Ala Gly Asp Gly Thr 
675 680 685 




19 



<21\3> 11 
<21l\ 705 
<212>\PRT 

<213> Artificial Sequence 
<220> 

<223> Chimeric Zcytorl4 protein. 



<400> 11 

Met Pro Val Pro Trp Rhe Leu Leu Ser Leu Ala Leu 

1 5 \ 10 

Val Val Leu Ser Leu GluWg Leu Val Gly Pro Gin 

20 \ 25 

Cys Ser Pro Gly Leu Ser Cys Arg Leu Trp Asp Ser 

35 \40 

Leu Pro Gly Asp He Val Pro Via Pro Gly Pro Val 

50 55 \ n 60 

His Leu Gin Thr Glu Leu Val LeuXAiWiCys Gin Lys 

65 70 \|A 75 

Asp Leu Cys Leu Arg Val Ala Val H\s Leu Ala Val 

85 \90 

Glu Glu Pro Glu Asp Glu Glu Lys Phe\ly Gly Ala 

100 105 

Val Glu Glu Pro Arg Asn Ala Ser Leu GlfyAla Gin 

115 120 

Phe Gin Ala Tyr Pro Thr Ala Arg Cys Val lVj Leu 

130 135 \ 140 

Pro Ala Ala Leu Val Gin Phe Gly Gin Ser VanGly 

145 150 155 

Asp Cys Phe Glu Ala Ala Leu Gly Ser Glu Val Art 

165 170 

Thr Gin Pro Arg Tyr Glu Lys Glu Leu Asn His Thr 

180 185 

Ala Leu Pro Trp Leu Asn Val Ser Ala Asp Gly Asp 

195 200 

Val Leu Asn Val Ser Glu Glu Gin His Phe Gly Leu 

210 215 220 

Asn Gin Val Gin Gly Pro Pro Lys Pro Arg Trp His 

225 230 235 

Gly Pro Gin He He Thr Leu Asn His Thr Asp Leu 

245 250 

Cys He Gin Val Trp Pro Leu Glu Pro Asp Ser Val 

260 265 



Gly Arg Ser Pro 
15 

Asp Ala Thr His 
30 

Asp He Leu Cys 
45 

Leu Ala Pro Thr 

Glu Thr Asp Cys 
80 

His Gly His Trp 
95 

Ala Asp Ser Gly 
110 

Val Val Leu Ser 
125 

Glu Val Gin Val 



Ser Val 

He Trp 

n Gin 
190 
AsnWal 
205 
Ser L( 

Lys Asn 

Val Pro 

Arg Thr 
270 



Val Tyr 
160 
Ser Tyr 
175 

Leu Pro 

His Leu 

Tyr Trp 

eu Thr 
240 
Cys\ Leu 
255 
Asn I\e 





Pro 


Phe 


Arg 


b lU 


Asp 


Pro 


Arg 


Ala 


His 


Gin Asn Leu Trp 


Gin Ala 






I/O 










ion 






one 

285 




Ala 


Arsfl 


Leu 


Arg 


Leu 


Leu 


Thr 


Leu 


Gin 


Ser 


Trp Leu Leu Asp 


Ala Pro 




290\ 










295 








300 




Cys 


Ser 


\eu 


Pro 


Al a 


Glu 


Al a 


A "J _ 

Ala 


Leu Cys 


Trp Arg Ala Pro 


Gly Gly 


one 

305 










310 










315 


o o n 

320 


Asp 


Pro 


Cys\ 


vGln 


Pro 


Leu 


Val 


Pro 


Pro 


Leu 


Ser Trp Glu Asn 


Val Thr 










o or 

325 










330 




T** f~ 

335 


Val 


Asp 


Lys 


Vasl 


Leu 


Glu 


Phe 


Pro 


Leu 


Leu 


Lys Gly His Pro 


Asn Leu 








1 A f\S 

340 










345 




o r~ n 

350 




Cys 


Val 


Gin 


Val 


Asn 


Ser 


Ser 


Glu 


Lys 


Leu 


Gin Leu Gin Glu 


Cys Leu 






Apr 

355 










360 






365 




Trp 


Ala 


Asp 


Ser 


Leu 




Pro 


Leu 


Lys Asp 


Asp Val Leu Leu 


Leu Glu 




370 










o~7 r\ 








380 




Thr 


Arg 


Gly 


Pro 


Gin 


Asps 


A 1 


Wg 


Ser 


Leu 


Cys Ala Leu Glu 


Pro Ser 


385 










390 




L\ 






395 


400 


Gly 


Cys 


Thr 


Ser 


Leu 


Pro 


Ser 1 


'Lys 


Ala 


Ser 


Thr Arg Ala Ala 


Arg Leu 










405 










410 




415 


Gly 


Glu 


Tyr 


Leu 


Leu 


Gin 


Asp 


beu 


Gin 


Ser 


Gly Gin Cys Leu 


Gin Leu 








A O f\ 

420 










425 




430 




Trp 


Asp 


Asp 


Asp 


Leu 


Gly 


Ala 


Leu 


XTrp 


Ala 


Cys Pro Met Asp 


Lys Tyr 






435 










440 






445 




He 


His 


Lys 


Arg 


Trp 


Ala 


Leu 


Val 


Tr\ 


Leu 


Ala Cys Leu Leu 


Phe Ala 




450 










455 








460 




Ala 


Ala 


Leu 


Ser 


Leu 


He 


Leu 


Leu 


Leu 


L>5 


Lys Asp His Ala 


Lys Gly 


465 










470 










,475 


480 


Trp 


Leu 


Arg 


Leu 


Leu 


Lys 


Gin 


Asp 


Val 


Arg 


Ser Gly Ala Ala 


Ala Arg 










485 










490 


\ 


495 


Gly 


Arg 


Ala 


Ala 


Leu 


Leu 


Leu 


Tyr 


Ser Ala 


AspNAsp Ser Gly 


Phe Glu 








500 










505 




\ 510 




Arg 


Leu 


Val 


Gly 


Ala 


Leu 


Ala 


Ser 


Ala 


Leu 


Cys Gl\ Leu Pro 


Leu Arg 






515 










520 






\525 




Val 


Ala 


Val 


Asp 


Leu 


Trp 


Ser 


Arg 


Arg Glu 


Leu Ser Ma Gin 


Gly Pro 




530 










535 








540 \ 




Val 


Ala 


Trp 


Phe 


His 


Ala 


Gin 


Arg 


Arg Gin 


Thr Leu GlnVlu 


Gly Gly 


545 










550 










555 \ 


560 


Val 


Val 


Val 


Leu 


Leu 


Phe 


Ser 


Pro 


Gly Ala 


Val Ala Leu Cy<K 


Ser Glu 










565 










570 




575 


Trp 


Leu 


Gin 


Asp 


Gly 


Val 


Ser 


Gly 


Pro Gly 


Ala His Gly Pro 


Htb Asp 








580 










585 




590 




Ala 


Phe 


Arg 


Ala 


Ser 


Leu 


Ser 


Cys 


Val 


Leu 


Pro Asp Phe Leu 


Gin Sly 






595 










600 






605 
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Ai*$ Ala Pro Gly Ser Tyr Val Gly Ala Cys Phe Asp Arg Leu Leu His 

\610 615 620 

Pro A\p Ala Val Pro Ala Leu Phe Arg Thr Val Pro Val Phe Thr Leu 
625 \ 630 635 640 

Pro Ser\ln Leu Pro Asp Phe Leu Gly Ala Leu Gin Gin Pro Arg Ala 

645 650 655 

Pro Arg SerNGTy Arg Leu Gin Glu Arg Ala Glu Gin Val Ser Arg Ala 

665 670 
Leu Gin Pro Alk Leu Asp Ser Tyr Phe His Pro Pro Gly Thr Pro Ala 

675 \ 680 685 

Pro Gly Arg Gly VaJ Gly Pro Gly Ala Gly Pro Gly Ala Gly Asp Gly 
690 \ 695 700 

Thr 
705 

<210> 12 
<211> 675 
<212> PRT 

<213> Artificial Sequend 



<220> 
<223> 



Chimeric Zcytorl4 proteHn. 



<400> 
Met Pro Val 
1 

Val Val Leu 

Cys Ser Pro 
35 

Leu Pro Gly 
50 

His Leu Gin 
65 

Asp Leu Cys 

Glu Glu Pro 

Val Glu Glu 
115 

Phe Gin Ala 
130 



12 

Pro Trp Phe Leu Leu Ser Leu\Ua 

5 10 
Ser Leu Glu Arg Leu Val Gly Pre 
20 25 
Gly Leu Ser Cys Arg Leu Trp Asp 
40 

Asp He Val Pro Ala Pro Gly Pro 
55 

Thr Glu Leu Val Leu Arg Cys Gin 
70 75 
Leu Arg Val Ala Val His Leu Ala 

85 90 
Glu Asp Glu Glu Lys Phe Gly Gly 
100 105 
Pro Arg Asn Ala Ser Leu Gin Ala 
120 

Tyr Pro Thr Ala Arg Cys Val Leu 
135 



Leu Gly 


Arg 


Ser Pro 






15 


Gin Asp 


Ala 


Thr His 




30 




See Asp 


He 


Leu Cys 








Val Lteu 


Ala 


Pro Thr 


60 \ 






Lys Glu 


W 


Asp Cys 






80 


Val His 


Gly^ 


sHis Trp 



Ala Ala Asp 
110 

Gin Val Val 

125 
Leu Glu Val 
140 



Se\Gly 
Leu S< 
Gin Val 



Ala Leu Val Gin 
150 

Phe Glu Ala Ala 
165 

Thr GVi Pro Arg Tyr Glu 
180 

Ala Leu (Vo Trp Leu Asn 
19* 

Val Leu Asn "Val Ser Glu 

210 
Asn Gin 
225 

Gly Pro 



Phe Gly Gin Ser 
Leu Gly 
Lys Glu 



Val Gli\Gly Pro 
230 

Gin He Ite Thr 









245\ 


Cys 


He 


Gin 


Val Trp Pro 








260 \ 


Cys 


Pro 


Phe 


Arg Glu Asp 






275 




Ala 


Arg 


Leu 


Arg Leu Leu 




290 






Cys 


Ser 


Leu 


Pro Ala Glu 


305 






310 


Asp 


Pro 


Cys 


Gin Pro Leu 








325 


Val 


Asp 


Val 


Asn Ser Ser 








340 


Ala 


Asp 


Ser 


Leu Gly Pro 






355 




Arg 


Gly 


Pro 


Gin Asp Asn 




370 






Cys 


Thr 


Ser 


Leu Pro Ser 


385 






390 


Glu 


Tyr 


Leu 


Leu Gin Asp 








405 


Asp 


Asp 


Asp 


Leu Gly Ala 








420 


His 


Lys 


Arg 


Trp Ala Leu 






435 




Ala 


Leu 


Ser 


Leu lie Leu 




450 






Ala 


Arg 


Gly 


Arg Ala Ala 


465 






470 



Val Ser 
200 
Glu Gin 
215 

Pro Lys 
Leu Asn 
Leu Glu 



Ser Glu 
170 
Leu Asn 
185 

Ala Asp 



Iro A 
2£ 

Thr\Le 



His Phe 

Pro Arg 

His Thr 
250 
Pro Asp 
265 

Ala His 



295 
Ala 



In Ser 
ATS Leu Cys 
Val Pro 
Glu Lys 



Leu Lys 
360 
Arg Ser 
375 

Lys Ala 

Leu Gin 

Leu Trp 

Val Trp 
440 
Leu Leu 
455 

Leu Leu 



o Leu 
330 
Leu ^S.1 n 
345 
Asp Asp N 



Val Gly 
155 

Val Arg 

His Thr 

Gly Asp 

Gly Leu 
220 
Trp His 
235 

Asp Leu 

Ser Val 

Gin Asn 

Trp Leu 
300 
Trp Arg 
315 

Ser Trp 
Leu Gin 
,Val Leu 



Leu Cys 

Ser Thr 

Ser Gly 
410 
Ala Cys 
425 

Leu Ala 
Lys Lys 
Leu Tyr 



Al\ Leu 
80 

Arg A\a 
395 

Gin Cys 



Ser Val 

He Trp 

Gin Gin 
190 
Asn Val 
205 

Ser Leu 

Lys Asn 

Val Pro 

Arg Thr 
270 
Leu Trp 
285 

Leu Asp 

Ala Pro 

Glu Asn 

Glu Cys 
350 
Leu Leu 
365 

Glu Pro 



Ala Arg 
eu Gin 
Pro Met Asp 1 * 



10 

Cys Leu Leu Ph 
445 

Asp His Ala Lys 
460 

Ser Ala Asp Asp 
475 



Val Tyr 
160 
Ser Tyr 
175 

Leu Pro 

His Leu 

Tyr Trp 

Leu Thr 
240. 
Cys Leu 
255 

Asn He 

Gin Ala 

Ala Pro 

Gly Gly 
320 
Val Thr 
335 

Leu Trp 

Glu Thr 

Ser Gly 

Leu Gly 
400 
Leu Trp 
415 

Tyr He 



• 

23 



PheSGlu Arg 

Leu Arg i\al 

Gly Pro Val 
515 

Gly Gly Val 

530 
Ser Glu Trp 
545 

His Asp Ala 

Gin Gly Arg 

Leu His Pro 
595 

Thr Leu Pro 

610 
Arg Ala Pro 
625 

Arg Ala Leu 

Pro Ala Pro 

Asp Gly Thr 
675 



Leu Val 
485 
Ala Val 
500 
a Trp 

Val V^ 

Leu Gin 

Phe Arg 
565 
Ala Pro 
580 

Asp Ala 

Ser Gin 

Arg Ser 

Gin Pro 
645 
Gly Arg 
660 



Gly Ala Leu Ala 

Asp Leu Trp Ser 
505 

Phe His Ala Gin 
520 

Leu Leu Phe Ser 
535 

As^Gly V{el Ser 
550 

Ala SeKL^u^er 

Gly Ser TyXval 
51 

Val Pro Ala Leu 
600 

Leu Pro Asp Phe 
615 

Gly Arg Leu Gin 
630 

Ala Leu Asp Ser 

Gly Val Gly Pro 
665 



Ser Ala 
490 

Arg Arg 

Arg Arg 

Pro Gly 

Gly Pro 
555 
Cys Val 
570 

Gly Ala 

^he Arg 

Leu 

Glu Arg 
635 
Tyr Phe 
650 

Gly Ala 



Leu Cys 

Glu Leu 

Gin Thr 
525 
Ala Val 
540 

Gly Ala 

Leu Pro 

Cys Phe 

Thr Val 
605 
Ala Leu 
620 

A=ka Glu 
His Pi 
Gly Pro 



Gin Leu Pro 

495 
Ser Ala Gin 
510 

Leu Gin Glu 

Ala Leu Cys 

His Gly Pro 
560 

Asp Phe Leu 

575 
Asp Arg Leu 
590 

Pro Val Phe 

Gin Gin Pro 

Gin Val Ser 
640 

Pro Gly Thr 

655 
GlXAla Gly 
670 



